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A critical response to the Amsterdam Declaration

Reference: The Amsterdam Declaration on Fungal Nomenclature. IMA Fungus

vol. 2: 105-112,2011.

In the era of molecular research we see great progress in the phylogenetic delimitation of species,
genera and higher taxa. Taxonomic progress inevitably leads to name changes but their limitation to a
minimum is a major goal of good nomenclature, adhering to rul es that are democratically established in the
International Code of Botanical (and Mycological) Nomenclature (ICBN). Mycologists often emphasize
the possibility to characterize every fungus in its phylogenetic position, although this has been realized
only for a minority of named fungi. As a consequence, many mycologists wish to move towards
recognizing only one name unequivocally tied to each fungus, even if the fungus expresses itself in
different morphs, for which so far different names have been allowed under Article 59 ofthe ICBN. We try
to analyse the feasibility of such a move without major nomenclatural destabilization.

Recently mycologists convened at the CBS Symposium One Fungus - One Name (1F = 1N) in
Amsterdam on 19-20 April 2011, and the ensuing Amsterdam Declaration (addressed below as AD) speak
of an urgent need of action in moving towards one name for pleomorphic fungi.

The AD bears an impressive number of authors or supporters. But many mycologists did not know
about the 1F = 1N meeting or did not have the chance to participate. A general major objective of all of
us still is stability in fungal nomenclature. But are we getting one step further towards this goal? We rather
feel th at the stability of names is at risk. The AD pretends that its main aim is to support independence of
mycology (or rather mycological institutions ) from other disciplines, an intention shared by most
mycologists. However, the declaration entails many substantial changes in fungal nomenclature without
providing clear, transparent and fair rules for solving nomenclatural problems.

Our objective: A considerable fraction ofthe Mycological Community disagrees with provisions
published in the AD. We also object to Redhead's proposa1297 (Taxon 59: 1927-1929,2010) and
following ones (In the Summary of Proposals in Taxon 60: 243-286,2011, renumbered Art. 59-D)I. The
following text was conceived as areaction on the preliminary version of the AD from 9 May 2011, but the
final version has not changed much of its gist. In this response we summarize the lowest common
denominator of opinions expressed by the undersigned.

Premise: The separate naming of different morphs of p1eomorphic fungi has been regu1ated by Art. 59
of the ICBN. This system has been working satisfactorily for both myco10gists and their clients for many
decades, providing considerable stability of names and flexibility in their use. In controversia1 cases,
conservation is the tooI of choice to solve prob1ems.

The authors ofthe AD justify their declaration primarily with the following arguments:

1) Molecular data allow to assign each fungus its phy10genetic place and to recognize monophy1etic
units.

1 N.B. We do not wish to oppose all of Scott Redhead's proposals. On the contrary, some proposals
like 306 (Chapter VI-A), 294 and 295 (Art. 9-V and W), 296 (Art. 59-C), 299 (F) and 303 (1) (with
minor modification) are valuab1e improvements.
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2) Support by nomenclature sessions and a vote on the questionnaire at IMC9 in Edinburgh (Norvell et
al., IMA Fungus 1: 143-147,2010; Taxon 59: 1867-1868,2010), and expectances on a possib1y
forthcoming BioCode.

3) Impatience of some myco1ogists with the current wording of Art. 59 ofthe ICBN.

Considering these premises, the AD is too far-reaching, too radical and not practical:

Ad 1: Molecular data/ DNA sequences: Many concerns have been raised about this topic. In its
extreme, the AD seems to suggest that the characterization of a fungus is reduced to one or severa1 DNA
sequence(s). Another high1y topical issue is the question whether the name tags attached to sequences tru1y
represent the fungus in question. There is considerab1e chaos among sequences in GenBank, which reduces
their va1ue for the identification of fungi. Approximate1y 20% of entries in GenBank are based on wrong1y
identified species (Ni1sson et al. 2006, PLoS ONE 1(1): e59). Proposals to mend this situation are on1y
gradually deve10ping (Ozerskaya et al., Inocu1um 61(4): 1-4,2010). The common beliefthat ITS
sequences are suitab1e to identify species in fact might on1y be correct in about 50% of species (Ni1sson et
al. 2008, Evo1utionary Bioinformatics 4: 193-201). Given that 1ess than 20% ofthe described funga1
species are represented in GenBank and that described species might comprise on1y 5-10% of the globa1
funga1 diversity (Hawksworth 2004, Stud. Mycol. 50: 9-18), tying present nomenclature to this poor base
of data is obvious1y premature.

Whi1e the identification of organisms exclusively based on gene sequences is prone to error, this
situation is a serious issue in the recognition of correct re1ationships of different stages ofp1eomorphic
fungi. It questions the fundamental basis of the move to one name.

Moreover, on1y a minority ofthe named fungi has been sufficient1y characterized and generic
delimitation for ho1omorphic and for anamorphic fungi is strong1y leaping behind, so that coordinated
genera can by no means be declared each other's synonyms.

Ad 2: Votes on the questionnaires at the IMC9. At IMC7 a quite representative number of
myco1ogists, assemb1ed in a well-prepared session, opted against a move towards one name for
p1eomorphic fungi. The vote at IMC9 was cast by a rather arbitrary selection of Congress members
(recovery rate: about 10%) and may have been 1ess representative. Even if we accept it, the vote was for a
gradua1 move, whi1st the AD formu1ates a radica1 way that is by no means supported by th at vote.

a) Abandoning dua1 nomenclature: On1y 51 % of the IMC9 vote wou1d reject a system that allows dua1
nomenclature for anamorphs and te1eomorphs to continue via Art. 59, whi1e 62% wou1d decline validity of
names for different morphs of the same species in the future via modifications of existing Articles. This is
inconclusive.

b) A separate Code, "BioCode" or "MycoCode" is propagated by the AD. No mandate was given for
this at IMC9. 71% approved the continuation of covering fungi under the ICBN provided it is renamed the
"international Code of Botanical and Mvcolozical Nomenclature " (ICBMN) and exp1icitly 61% rejected a
separate myco1ogica1 Code ("international Code of Mycological Nomenclature ", MycoCode).

Whi1e a considerab1e number of myco1ogists wou1d support a MycoCode in recognition of the
importance of the kingdom Fungi, the inherent prob1em is a practica1 one, the 1ack of capacity. There are
far too few nomenclature and taxonomy specialists in myco1ogy. Who will administer and maintain such a
Code?
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It is crucial to distinguish nomenc1ature from taxonomy. The fact that Fungi fonn a separate group need
not lead to the consequence that they would require different rules for naming members of that group
(except where taxonomy demands, a fact that is already granted by Artic1es 13, 15 and 59 in the ICBN).

The problems debated here can and must therefore be solved in the frame ofthe ICBMN.

c) MycoBank: The IMC9 vote c1early supports making the deposition ofkey nomenc1atural
infonnation in one or more approved depositories (e.g. MycoBank) mandatory for valid publication of new
fungal names.

We support this, but the current practice of overruling registered names by a "MycoBank opinion"
needs careful re-examination. Examples: Chamaeleomyces viridis is called a synonym of Paecilomyces
viridis, and Exophiala calicioides a synonym of Graphium calicioides (instead of vice-versa). Otherwise,
reasonable and transparent rules would have to be fonnulated for such a procedure. MycoBank is a name
depository not entitled to make statements on taxonomy. For registration of new names, their protection as
confidential before publication must be ensured in contrast to unfortunate cases where they became
accessible contrary to the authors' intention.

d) The deletion of Art. 59 ofthe ICBN: Though it is being stated in the AD as an action point ofthe
future, the deletion of Art. 59 has not been supported by the IMC9 vote (see the above comment a)). On the
other hand, 73% of the votes support a system of progressively establishing one name for each fungus via
modification of Art. 59.

Note that Art. 59 until present is pennissive and not dogmatic about dual nomenc1ature, using the
mechanism ofprecedence ofteleomorph-typified names over anamorph names and recommending a self-
restraint towards dual names. Proposal 297 and the AD would be dogmatic, dec1aring any additional
morph-names illegitimate, whilst the current usage so far has been good mycological practice.

Ad 3) Teleotypification. This unusual kind of epitypification was somewhat imprecisely introduced in
the Vienna Code (Art. 59.7); renaming this mechanism to "teleotypification" (Proposa1294) was then
proposed. It has led some individuals to develop their own ideas and to de1iberately infringe Art. 59. In our
opinion, such individual actions should neither be taken as standard for the community nor as an argument
for urgency.

It is still not c1early expressed in Proposa1297, whether a "teleotype" may be c1assified in an available,
teleomorph-typified genus or not. Thus the proposal does not lead towards the ideal of one genus that
comprises al! phylogenetically congeneric species, no matter whether anamorphic or te1eomorphic. The
procedure adopted by Lombard et al. (Stud. Mycol. 66: 1-69,2010) oftransferring all pure1y anamorphic
species of Cylindrocladium to Calonectria is not yet justified.

Practical consequences

For those who would have to implement the provisions made, the practical consequences ofthe AD are
very important. However, they are not addressed in detail by the AD.

At present institutions generally tend to fill positions of taxonomists by people trained only in
molecular techniques with no or little background in fungal taxonomy. Wh at is needed is a recruiting of
c1assically trained mycologists (Wheeler, Philos. Trans. R. Soc. Lond., B, 359: 571-583. 2004), not only
'molecular people', to inventory the earth's biodiversity. Vnder these conditions the intents ofthe AD are
bold, imposing substantial extra work on the ever-decreasing number of remaining taxonomists, who have
to divert their energy and time from their principal tasks.
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Implementation of the AD seems to impose the requirement of DNA sequences for every newly
described taxon, which cannot be afforded by mycologists in developing countries, where the bulk of new
discoveries is to be expected. It would preclude a good deal ofthe work that needs to be done no matter
wh ether sequences can be obtained or not.

Taxonomists have a difficult job, as they need to consult literature of three centuries. Even after
effectively introducing a one fungus-one name nomenclature, anyone working with fungal names will
need to understand the principles of dual nomenclature. A non-dual nomenclature will not simplify the
understanding ofthe literature, which will have to be divided into a period with dual nomenclature and one
with non-dual nomenclature. An implementation ofthe AD would presuppose the availability of specialists
for every group of pleomorphic fungi who would have to take binding decisions.

Objections to the recommendations

We object to the following recommendations ofthe AD in their current wording, because they are
particularly problematic:

a) "follow the ICBN, except wh en it is contrary to the items below ..."

Our response: As long as there is no separate Code, the ICBN, including Art. 59, has to be strictly
followed. We are convinced that the problems debated here can be solved within the frame ofthe ICBN
and without recourse to other, possibly forthcoming codes. To encourage taxonomists to act as if Art. 59
were deleted and pen11itting additional exceptions that are not properly defined, will inevitably result in
chaos.

b) "follow the Principle of Priority of publication of the ICBN when selecting the generic name to
adopt ..., except wh ere the younger generic name is far better known (in cases of doubt the appropriately
mandated body should be consulted)."

Our response: This move is diametrically opposed to the spirit of Art. 59. Moreover, the Principle of
Priority of publication is mandatory not only at the generic but also at the species level. An implementation
of such a recommendation would result in numerous new combinations and/or conservation proposals.
According to priority at species level, numerous new combinations from teleomorph genus to anamorph
genus (or vice-versa) will become necessary, or altematively call for conservation. This would impose an
cumbersome additional burden on taxonomists and on commissions and unnecessarily delay publications.
One of the most telling examples is Hypocrea lixii with its widely recognized anamorph Trichoderma
harzianum. Only a highly refined study tells th at the two fungi are not the same species (Dmzhinina et al.,
BMC Evol. Biol. 10: 94-106, 2010).

A selection of the most suitable generic name among either teleomorph-typified or anamorph -typified
genera according to priority contravenes the time-honoured mIe of precedence of teleomorph-typified
names, which cannot be removed neither in its totality nor from a certain moment onward without
distorting the present classification of ascomycete genera. To gain a taxonomic overview will be
considerably impeded; many teleomorph genera will be abolished unless they are especially conserved.

T0 counteract this undesired effect, the AD suggests a bureaucratic mechanism of registering preferred
names, the effect ofwhich seems doubtful to us.

Example 1: If an anamorph genus is older than the corresponding teleomorph genus, but certain
epithets in the latter are older, described epithets in the anamorph genus need conservation, in case they are
linked to taxa that are e.g. economically or medically important.
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Comment 1: It is not shown what will happen if the generic type of the anamorph genus is different
from the type of the claimed corresponding teleomorph genus and/or if type species remain unavailable for
sequencing?

Comment 2: Who would support areplacement ofthe following genera, for example?

Leptosphaeria by Phoma

Nectria by Tubercularia

Pleospora by Stemphylium (Note: Pleospora is an integral component ofthe higher taxa
Pleosporaceae, Pleo!>porales, Pleosporomycetidae.)

Hypocrea by TricllOderma (Note: Hypocrea is an integral component ofthe higher taxa Hypocreaceae,
Hypocreales, Hypocreomycetidae, and some Hypocrea species do not have an anamorph at all.)

Comment 3: Who would decide on whether the younger generic name is being far better known?

What are the selection criteria? Who will decide for the whole community and the users ofnames? Will
the International Commission on the Taxonomy of Fungi (ICTF) overrule opinions of specialists?

c) "Follow the author(s), or working groups ofmycologists, who first choose the generic name to be
adopted. Authors should consider it mandatory to register the choice in a recognized repository ... and then
be followed. However, in cases where the first selection appears not to be in the interests of most users of
fungal names, a case to overturn the choice may be submitted to the appropriately mandated international
body."

Dur response: If a new body were mandated to approve and reject names, this would again mean
confusion oftaxonomy with nomenclature. Taxonomy is an empirical activity; what is true today can be
wrong tomorrow. Nomenclature is a legal issue (no law is as retroactive as the ICBN) and it is dangerous if
only the (self-appointed?) specialists act as guardians of nomenclature. Therefore, this recommendation
will be a serious and dangerous source of conflicts among mycologists. It suggests that a selecting author
is the first authority, but if someone else does not want to accept the decisions ofthat author, they can be
overturned. In doing so, who will detenl1ine, which way is "in the interest of most users of fungal names"?
Applying strictly one name for a pleomorphic fungus will mask errors, for example, wh en one ofthe names
has been misapplied. Although not explicitly articulated, such cases are best handled by conservation
proposals, a procedure already implemented in the ICBN.

d) "Encourage individuals, or working groups of mycologists, to prepare lists of names to be
preferentially used for any groups of fungi to be published (e.g. in Mycotaxon, IMA Fungus, or
monographs), for endorsement by the ICTF or one ofits Subcommissions."

Although lists may be beneficial, it may be difficult to find them, unless th ere is one central point of
communication or storage that is supervised by competent taxonomists.

e) "Note: The meeting felt that the ICTF ... was probably the most "appropriately mandated body" for
this task. It could th en report its decisions to the Committee for Fungi for formal adoption under the
ICBN."

Dur response: We are concerned about the responsibility ofthe ICTF. The ICTF decidedly deals with
particular, economically important, groups of fungi, therefore it does not represent objectively the entire
mycological community with respect to fungal nomenclature. Fungal nomenclature must continue to be
represented by the Nomenclature Committee for Fungi (NCF).

5



As a consequence of these deliberations, we urge the experts convened at the Nomenclature
Section in the XVIII International Botanical Congress, Melbourne, July 2011, to vote against Prop.
297 and the following ones and against the implementation of the Amsterdam Declaration. These
proposals only express _o_n_eof the presently widely diverging opinions of the mycological community.

Finally, from the bottom of om heart, we desire stability in fungal nomenclature, which eventually may
move toward a unified nomenclature.

Signed by (in alphabetic sequence)

Reinhard Agerer, Department Biology and GeoBio-Center Organismic Biology: Mycology, Menzinger Str. 67, 80638
~lünchen,Germany

Begoii.a Aguirre-Hudson, Royal Botanie Gardens Kew, Richmond, Surrey TW9 3AB, UK
Birgitte Andersen, DTU Systems Biology, Building 221, Technical University of Denmark, DK-2800 Kgs. Lyngby,

Denmark

André Aptroot, ABL Herbarium, Gerrit van de Veenstraat 107,3762 XK Soest, The Netherlands
Hans-Otto Baral, BlaihofstraBe 42, D-72074 Tübingen, Germany

Robert W. Barreto, Departamento de Fitopatologia, Universidade Federal de Viçosa, 36570 Viçosa, Minas Gerais,
Brazil

Andreas Beek, Molecular Laboratory, Botanische Staatssammlung München, Dept. of Lichenology and Bryology,
Menzinger Str. 67, D-80638 München, Germany

Dieter Benkert, Siemensstr. 9, 14482 Potsdam, Germany

Uwe Braun, Martin-Luther-Universität Halle- Wittenberg, 1nstitut ftir Biologie, Bereich Geobotanik und Botanischer
Garten, Herbarium, Neuwerk 21,06099 Halle (SaaIe), Germany

Rafael F. Castaii.eda-Ruiz, Instituto de Investigaciones Fundamentales en Agricultura Tropieal" Alejandro de
Humboldt" (INIF AT), calle 1, esq. 2, Santiago de Las Vegas, CP 17200, La Habana, Cuba

Chi-yu Chen, Department of Plant Pathology, National Chung Hsing University, Taichung, Taiwan
Markéta Chlebická, Mycological Department, National Museum, V áclavské nám. 68, 115 79 Praha 1, Czech Republic

Ovidiu Constantinescu, Museum of Evolution, Botany Section, Evolutionary Biology Centre, Uppsala University,
Norbyvägen 16, SE-752 36 Uppsala, Sweden

Randolph S. Currah, Department of Biological Sciences, University of Alberta, Edmonton, Alberta T6G 2E9, Canada
Marie L. Davey, Department of Ecology and Natural Resource Management, Norwegian University of Life Sciences,

Postboks 5003, 1432 As, Norway

Vincent Demoulin, Institut de Botanique, B.22, Université de Liège, B-4000 Liège, Belgium
Peter Doebbeler, LMU Department ftir Biologie, Systematische Botanik und Mykologie, Menzinger Stral3e 67, 80638

München, Germany
Ove Eriksson, Umea Universitet, SE-90 1 87 Umea, Sweden
Harry C. Evans, CABI Bioscience, Silwood Park, Ascot, Berks. SL5 76TA, England
Jacques Fournier, Las Muros, F. 09420, Rimont, France
Andre Fraiture, National Botanie Garden of Belgium, Domain of Bouchout, B-1860 Meise, Belgium

Walter Gams, Molenweg 15, 3743CK Baarn, Netherlands

Erhard Halmschlager, Institute of Forest Entomology, Forest Pathology and Forest Protection, Dept. of Forest and Soil
Sciences, BOKU-University ofNatural Resources and Applied Life Sciences, Billrothstral3e 53/1/4 1190 Vienna,
Austria
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Stephan Helfer, Royal Botanic Garden Edinburgh, 20A lnverleith Row, Edinburgh EH3 5LR, Scotland, UK
Gabriela Heredia-Abarca, lnstituto de Ecologia A.c., Xalapa, Mexico

Ailsa D. Hocking, Mycology & Mycotoxins, CSIRO Food and Nutritional Sciences, Riverside Life Sciences Centre, 11
Julius Avenue, Riverside Corporate Park, North Ryde NSW 2113, Australia

Tina Hofmann, Escuela de Biologia, Universidad Autónoma de Chiriqui, 0427, David, Panamá
Seppo Huhtinen, Herbarium, University of Turku, FI-200l4 Turku, Finland

Teresa lturriaga, Departamento Biologia de Organismos, Universidad Simón Bolivar, Apartado 89000, Sartenejas,
Baruta, Edo. Miranda, Venezuela

Walter Jaklitsch, Department ofSystematic and Evolutionary Botany, University ofVienna, Rennweg 14, A-1030
Vienna, Austria

Yu-Ming Ju, lnstitute of Plant and Microbial Biology, Academia Sinica, 128 Sec. 2, Academia Rd, Nankang, Taipei
11529, Taiwan

Bryce Kendrick, FRSC, 8727 Lochside Drive, Sidney-by-the-Sea, BC, V8L1M8, Canada

Martin Kirchmair, Institut für Mikrobiologie, Universität Innsbruck, Technikerstr. 25, 6020 Innsbruck, Austria
Roland Kirschner, Department of Life Sciences, National Central University, No. 300, Jhongda Rd., Jhongli City,

Taoyuan County 32001, Taiwan (R.O.C.)

Wolfgang Klofac, Mayerhöfen 28, A 3074 Michelbach, Niederösterreich, Austria
Richard P. Korf, Plant Pathology Herbarium, Cornell University, lthaca, N.Y. 14853, USA
Lothar Krieglsteiner, Schwäbisch Gmünd, Germany

Irmgard Krisai-Greilhuber, Department of Systematic and Evolutionary Botany, University ofVienna, Rennweg 14, A-
1030 Vienna, Austria

Volker Kummer, Institut ftir Biochemie und Biologie, Arbeitsgruppe Biodiversitätsforschung/Spezielle Botanik,
Maulbeerallee 1, 14469 Potsdam, Germany

Thomas W. Kuyper, Department of Soil Quality, Wageningen University, Droevendaalsesteeg 4, NL-6708 PB
Wageningen, Netherlands

Thomas L<essoe, Department of Biology, University ofCopenhagen, Universitetsparken 15, DK-2100 Copenhagen,
Denmark

Ann C. Lawrie, Discipline Head (Biotechnology/Biosciences), School of Applied Sciences, RMIT University, Bundoora
West Campus, PO Box 71, Bundoora, Vic. 3083, Australia

Christian Lechat, Ascofrance, 64 route de Chizé, 79360 Villiers en Bois, France

Clarice Loguercio Leite, Laboratório de Micologia, Departamento de Botanica, Centro de Ciências Biológicas,
Universidade Federal de Santa Catarina, 88040900 Florianópolis, SC, Brazil

Till R. Lohmeyer, AG Mykologie lnn/Salzach, Burg 12, D-83373 Taching am See, Germany
Hermine Lotz-Winter, RheinstraJ3e 15,64546 Mörfelden-Walldorf, Germany

Janet Jennifer Luangsa-ard, Phylogenetics Laboratory, National Center for Genetic Engineering and Biotechnology
(BIOTEC), 113 Thailand Science Park, Phahonyothin Road , Klong 1, Klong Luang, Pathumthani 12120, Thailand

Matthias Lutz, Organismische Botanik, lnstitut für Evolution und Ökologie, Universität Tübingen, Auf der Morgenstelle
1, D-72076 Tübingen, Germany

Juliano Marcon Baltazar, Depto. de Botanica, Instituto de Biociências, UFRGS, Av. Bento Gonçalves, 9500 - Prédio
43433, Bloco 4, Sala 214, CEP: 91501-970, Agronomia, Porto Alegre - RS, Brazil

Vadim Me1'nik, Komarov Botanicallnstitute, Prof. Popov str. 2, 197376 St. Petersburg, Russia
Gen Okada, Japan Collection of Microorganisms, RIKEN BioResource Center, Saitama, Japan

Ka-Lai Pang, Institute of Marine Biology, National Taiwan Ocean University, 2 Pei-Ning Road, Keelung 202-24,
Taiwan

Omar Paino Perdomo, Dominican Mycological Society, P. O. Box 151, Santo Domingo. Dominican Republic
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Meike Piepenbring, Institut flir Ökologie, Evolution und Diversität, Arbeitsgruppe Mykologie, Biologie-Campus,
SiesmayerstraJ3e 70, Gebäude D, Raum 104, Frankfurt am Main, Germany

John 1. Pitt, CSIRO Food and Nutritional Sciences, P.O. Box 52, North Ryde, NSW 2113, Australia

Reinhold Pöder, Institute of Microbiology, Faculty ofBiology, University of Innsbruck, Technikerstrasse 25, A-6020
Innsbruck, Austria

Luis Quijada, Dpto. de Biologia Vegetal (Botánica), Facultad de Farrnacia, Universidad de La Laguna, Avda.
Astrofisico Francisco Sánchez, 38071 La Laguna, Tenerife, Islas Canarias, Espaiia

Gerhard Rambold, Abteilung Mykologie, DNA-Analytik und Ökoinforrnatik, Universität Bayreuth, 95440 Bayreuth,
Germany

Jack Rogers, Dept. of Plant Pathology, Washington State University, Pullman, Washington 99164-6430, USA

Andrea 1. Romero, PRHIDEB-CONICET, Curadora BAFC-Hongos, Departamento de Biodiversidad y Biologia
Experimental, Facultad de Ciencias Exactas y Naturales, Universidad de Buenos Aires, Piso 4°, Pabellón II, Lab 5,
Int. Güiraldes 2620, Ciudad Universitaria, CI428EHA Buenos Aires, Argentina

Christian Scheuer, Karl-Franzens-Universität Graz, Institut für Pflanzenwissenschaften, Holteigasse 6, A-801 °Graz,
Austria

Markus Scholler, Herbarium, Staatliches Museum flir Naturkunde KarIsruhe, Gerrnany
Lynne SigIer, University of Alberta Microfungus Collection and Herbarium Devonian Botanie Garden Edmonton, AB,

Canada

Emory G. Simmons, Research Associate, Wabash College, Crawfordsville, IN 47933 USA
Jack A. Simpson, Biosecurity Australia, GPO Box 858, Canberra, ACT 2601, Australia

Brian M. Spooner, Mycology Section, Herbarium, Library, Art & Archives, Jodrell Laboratory, Royal Botanie Gardens,
Kew, Richmond, Surrey, TW9 3AB, UK

Marc Stadier, Hauptstrasse 120,67150 Niederkirchen, Germany

Dagmar Triebel, Botanische Staatssammlung München, Menzinger StraJ3e 67, D-80638 München, Germany
Larissa Trierveiler Pereira, Depto. de Botanica, Instituto de Biociências, UFRGS, Av. Bento Gonçalves 9500, Campus

do Vale, CEP 91501-970, Porto Alegre, RS, Brazil

Shean-Shong Tzean, Dept. of Plant Pathology and Microbiology, National Taiwan University

Alexander Urban, Department of Systematic and Evolutionary Botany, University of Vienna, Rennweg 14, A-I 030
Vienna, Austria

Larissa N. Vasilyeva, Institute of Biology and Soil Science, Far East Branch of the Russian Academy of Sciences,
Vladivostok, Russia

Hermann Voglmayr, Department of Systematic and Evolutionary Botany, University ofVienna, Rennweg 14, A-I 030
Vienna, Austria

John Walker, Honorary Research Associate, Forest Biosecurity and Resource Assessment, Forest Science Centre West
Pennant Hills, Department of Primary Industry and Investment, PO Box 100, Beecroft, NSW 2119, Australia

Yei-Zeng Wang, Department of Botany, National Museum of Natural Science, 1, Kuan-chien Rd. Taichung 404,
Taiwan

Anthony S. J. Whalley, James Parsons Building, Liverpool John Moores University, Byrom Street, Liverpool L3 3AF,
England

Rasoul Zare, Department of Botany, Iranian Research Institute of Plant Protection, P.O. Box 1454, Tehran 19395, Iran
Guozhu Zhao, College of Biological Sciences and Biotechnology, Beijing Forestry University, Beijing 100083, P.R.

China

Wen- Ying Zhuang, Key Laboratory of Systematic Mycology and Lichenology, Institute of Microbioogy, Chinese
Academy of Sciences, Beijing 100101, P.R. China.
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